


Programme Overview


THURSDAY 10th DECEMBER 2009

10.30 – 10.50
Coffee and Registration
Session 1

10.50 – 11.00 
Mike Head & Robin May

Welcome

11.00 – 11.30
Mark Pallen

High-throughput sequencing – a high-throughput overview

11.30 – 12.30
KEYNOTE LECTURE - Julian Parkhill

Identifying variation and assaying phenotype with high-throughput sequencing


12.30 – 14.00
Lunch
Session 2

14.00 – 15.00
KEYNOTE LECTURE - Didier Raoult

Clinical metagenomics

15.00 – 15.30
Neil Hall


Parasite genomics

15.30 – 16.00
Tea
Session 3

16.00 – 17.30
Illumina, Roche, Applied Biosystems


High-throughput sequencing technologies: an overview and discussion

18.30
Dinner
FRIDAY 11th DECEMBER 2009

Session 4

09.00 – 09.30
Mark Blaxter

Parasite genomics: from no genome to post-genome with next gen technologies
09.30 – 10.00
Arnoud van Vliet


High-throughput sequencing of pathogen transcriptomes

10.00 – 11.00
Breakout sessions (20 min presentation + 40 min discussion)

1. An overview of high throughput sequencing in clinical practice



2. High-throughput sequencing in experimentation



3. The bioinformatics of high-throughput sequencing

11.00 – 11.30
Coffee
Session 5

11.30 – 12.00
Paul O’Toole

Gut microbiota profiling in elderly Irish subjects
12.00 – 12.30
Mark Pallen & Nick Loman


A brave new world: the next, next generation of sequencing

12.30 – 14.00
Lunch & close
